Deep Spatial Profiling of Head and Neck Squamous Cell Carcinoma Offers Insights into the Tumor
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Concl usions « We profiled 16 HNSCC biopsies (7 HPV+ and 9 HPV- samples) with a 37-plex mIF panel Performance evaluation of cell typing Differential cell state markers within areas in HPV+ and HPV- tumors

Fi 1A) and ding H&E slid L
(Figure 1A) and a corresponding H&E slide o + Utilizing marker positivity prediction, 14 distinct cell types were identified based on known +In the TME of HPV+ tumors, we observed upregulation in CD45R0 and CD44 (T-cell memory
* The panel consisted of core immune cell markers, immune activation status markers, as well

as structural markers (Figure 1B) lineage marker expression and activation markers, respectively) while in the HPV- tumors we saw upregulation

. _ in myeloid (CD14) and M2 macrophages (CD163) markers
« Performance evaluation in manual annotations demonstrated balanced accuracy
Figure 1. PhenoCycler™-Fusion Workflow and Antibody Panel * In the tumor area, CD44+ was upregulated in the HPV- tumors by the tumor cells (stemness

above 85% in 13/14 cell types and a F1-score above 75% in 12/14 cell types (Figure 4) . _ . -
A B marker), while several immune checkpoints (ICOS and IDO1) and activation molecules
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« Head and neck squamous cell carcinoma (HNSCC) is an aggressive, biologically
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